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Exons 1-10 

ATGCAGAGGTCGCCTCTGGAAAAGGCCAGCGTTGTCTCCAAACTTTTTTTCAGCTGGACCAGACCAATTTTGAGGAAAG 
GATACAGACAGCGCCTGGAATTGTCAGACATATACCAAATCCCTTCTGTTGATTCTGCTGACAATCTATCTGAAAAATT 
GGAAAGAGAATGGGATAGAGAGCTGGCTTCAAAGAAAAATCCTAAACTCATTAATGCCCTTCGGCGATGTTTTTTCTGG 
AGATTTATGTT CTATGGAATCTTTTTATATTTAGGGGAAGTCACCAAAGCAGTACAGCCTCT CTTACTGGGAAGAAT CA 
TAGCTTCCTATGACCCGGATAACAAGGAGGAACGCTCTATCGCGATTTATCTAGGCATAGGCTTA T GCC TTCTC'1'TTA'r 
TGTGAGGACACTGCTCCTACACCCAGCCATTTTTGGCCTTCATCACATTGGAATGCAGATGAGAATAGCTATGTTTAGT 
TTGATTTATAAGAAGACTTTAAAGCTGTCAAGCCGTGTTCTAGATAAAATAAGTATTGGACAACTTGTTAGTCTCCTTT 
CCAACAACCTGAACAAATTTGATGAAGGACTTGC^TTGGC^^ 

CATGGGGCTAATCTGGGAGTTGTTACAGGCGTCTGCCTTCTGTGGACTTGGTTTCCTGATAGTCCTTGCCCTTTTTCAG 

GCTGGGCTAGGGAGAATGATGATGAAGTACAGAGATCAGAGAGCTGGGAAGATCAGTGAAAGACTTGTGATTACCTCAG 

AAATGATCGAGAACATCCAATCTGTTAAGGCATACTGCTGGGAAGAAGCAATGGAAAAAATGATTGAAAACTTAAGA^ 

AACAGAACTGAAACTGACTCGGAAGGCAGCCTATGTGAGATACTTCAATAGCTCAGCCTTCTTCTTCTCAGGGTTCTTT 

GTGGTGTTTTTATCTGTGCTTCCCTATGCACTAATCAAAGGAATCATCCTCCGGAAAATATTCACCACCATCTCATTCT 

GCATTGTTCTGCGCATGGCGGTCACTCGGCAATTTCCCTGGGCTGTACAAACATGGTATGACTCTCTTGGAGCAATAAA 

CAAAATACAGGATTTCTTACAAAAGCAAGAATATAAGACATTGGAATATAACTTAACGACTACAGAA 

AATGTAAC^GCCTTCTGGGAGGAGGGATTTGGGGAATTATTTGA 

CTAATGGTGATGACAGCCTCTTCTTCAGTAATTTCTCACTTCTTGGTACTCCTGTCCTGAAAGATATTAATTTCAAGAT 
Af3 A A AflAGGACAG TTG TTGGCGG TTG CTGGATCCACTGGAG CAGG CAAG ACG AGCT TG CT CATGATGAT CATGGGCGAG 
TTAGA ACCAAGT GAAGGCAAGATCAAACATTCCGGCCGCAT CAGC TTTTG CAGC CAATT CAGTT GGATCATGCCCGGTA 
CCATC?^AGGAGAACATAATCrrCGGCGT CAGTTA CGACGAGTACCGCTATCG CTCG GTGATTAAGGCCTG TCAGTTG GA 
GGAG 

Trans -splicing domain 

GTAAGATATCACCGATATGTGTCTAACCTGATTCGGGCCTTCGATACGCTAAGATCCACCGG 

TCAAAAAGTTTTCACATAATTTCTTACCTCTTCTTGAATTCATGCTTTGATGACGCTTCTGTATCTATATTCATCATTG 
GAAACACCAATGATATTTTCTTTAATGGTGCCTGGCATAATCCTGGAAAACTGATAACACAATGAAATTCTTCCACTGT 
GCTTAATTTTACCCTCTGAATTCTCCATTTCTCCCATAATCATCATTACAACTGAACTCTGGAAATAAAACCCATCATT 
ATTAACTCATTATCAAATCACGCT 
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Trans- splicing domain 

AATAATGACnAAGCCGCCCCTCACGCTCAGGATTCACTTGCCCTCCAATTATCATCCTAAGG^GA AGTGTATATTCTTA 
TTTGTAAAGATTCTATTAACTCATTTGATTCAAAATATTTAAAATACTTCCTGTTTCACCTACTC TGCTATGCACCCGC 
GGAACATTATTATAACGTTGCTCGAATACTAACTGGTACCTCTTCTTTTTTTTT TGATATCCTGCAG 

Exons 10 - 24 " ~ ~~ 

ACTTCACTTCTAATGATGATTATGGGAGAACTGGAGCCTTCAGAGGGTAAAATTAAGCACAGTGGAAGAATTTCATTCT 

GTTCTCAGTTTTCCTGGATTATGCCTGGCACCATTAAAGAAAATATCATCTTTGGTGTTTCCTATGATGAATATAGATA 
CAGAAGCGTCATCAAAGCATGCCAACTAGAAGAGGACATCTC 

GGTGGAATCACACTGAGTGGAGGTCAACGAGCAAGAATTTCTTTAGCAAGAGCAGTATACAAAGATGCTGATTTGTA 
TATTAGACTCTCCTTTTGGATACCTAGATGTTTTAACAGAAAAAGAAATATTTGAAAGCTGTGTCTGTAAACTGATGGC 
TAACAAAACTAGGATTTTGGTCACTTCTAAAATGGAACATTTAAAGAAAGCT 
AGCAGCTATTTTTATGGGACATTTTCAGAACTCCAAAATCTACAGCCA^ 

CTTTCGACCAATTTAGTGCAGAAAGAAGAAATTCAATCCTAACTGAGACCTTACACCGTTTCTCATTAGAAGGAGATGC 

TCCTGTCTCCTGGACAGAAACAAAAAAACAATCTTTTAAACA^ 

CTCAATCCAATCAACTCTATACGAAAATTTTCCATTGT^ 

CTGATGAGCCTTTAGAGAGAAGGCTGTCCTTAGTACCAGATTCTGAGCAGGGAGAGGCGATACTGCCTCGCATCAGCGT 
GATCAGCACTGGCCCCACGCTTC^^ 

CAGAACATTCACCGAAAGACAACAGCATCCACACGAAAAGTGTCACTGGCCCC 

TATATTCAAGAAGGTTATCTCAAGAAACTGGCTTGGAAATAAGTGAAGAAATTAACGAAGAAGACTTAAAGGAGTGCTT 
TTTTGATGATATGGAGAGCATACCAGCAGTGACTACATGGAACACATACCTTCGATATATTACTGTCCACAAGAGCTTA 
ATTTTTGTGCTAATTTGGTGCTTAGTAATTTTTCTGGCAGAGGTGGCTGCTTCTTTGGTTGTGCTGTGGCTCCTTGGAA 
ACACTCCTCTTC^GACAAAGGGAATAGTACTCATAGTAGAAAT^ 

GTATTATGTGTTTTACATTTACGTGGGAGTAGCCGACACTTTGCTTGCTATGGGATTCTTCAGAGGTCTACCACTGGTG 
CATACTCTAATCACAGTGTCGAAAATTTTACACCACAAAATGTTACATTCTGTTCTTCAAGCACC 

ACACGTTGAAAG CAGG TGGGATT CTTAATAGATT CTC CAAAGATATAG CAATTTTGGATGAC CTTCTGCCTCTTAC CAT 
ATTTGACTTCATCCAGTTGTTATTAATTGTGATTGGAGCTATAGCAGTTGTCGCAGTTTTACAACCCTACATCTTTGTT 
GCAACAGTGCCAGTGATAGTGGCTTTTATTATGTTGAGAGCATATTTCCTCC^^ 
AATCTGAAGGCAGGAGTCCAATTTTCACTCATCTTGTTACAAGCTT^ 

GCAGCCTTACTTTGAAACTCTGTTCCACAAAGCTCTGAATTTACATACTGCCAACTGGTTCTTGTACCTGTCAACACTG 
CGCTGGTTCCAAATGAGAATAGAAATGATTTTTGTCATCTTCTTCATTGCTGTTACCTTCATTTCCATTTTAACAACAG 
GAGAAGGAGAAGGAAGAGTTGGTATTATCCTGACTTTAGCCATGAATATCATGAGTACATTGCAGTGGGCTGTAAACTC 
CAGCATAGATGTGGATAGCTTGATGCGATCTGTGAGCCGAGTCTTTAAGTTCATTGACATGCCAACAGAAGGTAAACCT 
ACCAAGTCAACCAAACCATACAAGAATGGCCAACTCTCG^ 

ACATCTGGCCCTCAGGGGGCCAAATGACTGTCAAAGATCTCACAGCAAAATACACAGAAGGTGGA^ 

GAACATTTCCTTCTCAATAAGTCCTGGCCAGAGGGTGGGCCTCTTGGGAAGAACTGGATCAGGGAAGAGTACTTTGTTA 

TCAGCTTTTTTGAGACTACTGAACACTGAAGGAGAAATCCAGATCGATGGTGTGTCTTGGGATTCAATAACTTTGCAAC 

AGTGGAGGAAAGCCTTTGGAGTGATACCACAGAAAGTATTTATTTTTTCTGGAAC^TTTAGAAAAAACTTGGATCCCTA 

TGAACAGTGGAGTGATCAAGAAATATGGAAAGTTGCAGATGAGGTTGGGCTCAGATCTGTGATAGAACAGTTTCCTGGG 
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AACTCTAAAACAAGCATTTGCTGATTGCACAGTAATTCTCTGTGAACACAGGATAGAAGCAATGCTGGA^ 

TTTTTGGTCATAGAAGAGAACAAAGTGCGGCAGTACGATTCCATCCAGAAACTGCTGAACGAGAGGAGCCTCTTCCGGC 

AAGCCATCAGCCCCTCCGACAGGGTGAAGCTCTTTCCCCACCGGAACTCAAGCAAGTGCAAGTCTAAGCCCCAGATTC 

Histidine tag Stop 
TGCTCTGAAAGAGGAGACAGAAGAAGAGGTGCAAGATACAAGGCTTCATCATCATCATCATCATTAG 
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